Supplementary figures
. Structural characterisation and validation of major "hits" from RIT-seq screens of 8-HNT compounds. A, Quantitative RT-PCR confirming downregulation of the Tb927.11.1910 and Tb927.11 .15050 transcript levels in stem-loop RNAi cell lines following the addition of tetracycline. B, Western blot confirming the RNAi-induced knockdown of the endogenously 12 x MYC-tagged proteins encoded by Tb927.11.1910 and Tb927.11.15050 in the presence of tetracycline. Blots were probed with a mouse monoclonal α-MYC antibody (1:500 dilution) followed by rabbit (anti-mouse IgG) -HRP-tagged antiserum (1:10,000 dilution). Ponceau S staining of membranes prior to western analysis acts as a loading control. C, A prediction of potential transmembrane domains within the proteins encoded by genes Tb927.11.1910 and Tb927.11.15050 . This analysis suggests that both proteins maintain 6 transmembrane spanning domains. Supplementary tables S1-3. Hits identified from RITseq screening of three 8-HNT compounds. Hit list showing RPKM for barcoded reads (×10 3 ); only genes with RPKM >1000 for barcoded reads are included. 0.8 ± 0.03 1.6 ± 0.05 2.0 0.1 ± 0.01 0.9 ± 0.03 6.8 0.1 ± 0.004 0.3 ± 0.01 1.9
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